Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.032; wR factor = 0.080; data-to-parameter ratio = 8.9.
Related literature
For the synthesis of related compounds and their biological activity, see Kimmel et al. (2010) ; Suzuki et al. (2007) . For puckering parameters, see Cremer & Pople (1975) .
Experimental
Crystal data C 26 H 31 NO 12 M r = 549.52 Orthorhombic, P2 1 2 1 2 1 a = 5.36993 (11) Å b = 19.2205 (6) Å c = 27.2479 (6) Å V = 2812.33 (11) Å 3 Z = 4 Mo K radiation = 0.10 mm À1 T = 150 K 0.40 Â 0.40 Â 0.30 mm
Data collection
Kuma KM-4 CCD diffractometer Absorption correction: multi-scan (CrysAlis RED; Oxford Diffraction, 2006) T min = 0.918, T max = 0.967 32021 measured reflections 3429 independent reflections 2990 reflections with I > 2(I) R int = 0.020 Refinement R[F 2 > 2(F 2 )] = 0.032 wR(F 2 ) = 0.080 S = 1.09 3429 reflections 387 parameters 81 restraints H-atom parameters constrained Á max = 0.17 e Å À3 Á min = À0.13 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Fig. 1 . The asymmetric unit with atoms represented as 50 % probability ellipsoids and H atoms shown as small spheres at arbitrary radii. The disorder of acetyl group on O5 has been omitted for clarity. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.61770 (5) (10) 0.51878 (7) 0.0275 (4) C2 0.6558 (4) 0.36595 (10) 0.53815 (7) 0.0277 (4) C3 0.6499 (4) 0.43204 (10) 0.52114 (7) 0.0252 (4) C4 0.8076 (4) 0.45683 (10) 0.48212 (7) 0.0248 (4) C5 0.7871 (4) 0.52319 (10) 0.46025 (7) 0.0306 (4) (7) O3 0.0281 (7) 0.0235 (7) 0.0297 (6) −0.0004 (6) 0.0014 (6) −0.0070 (6) O4 0.0362 (8) 0.0239 (7) 0.0245 (6) −0.0009 (7) 0.0008 (6) 0.0002 (5) O5 0.0425 (9) 0.0482 (10) 0.0324 (7) −0.0075 (9) −0.0021 (8) 0.0118 (7) O6 0.0384 (8) 0.0382 (8) 0.0284 (7) −0.0048 (8) −0.0019 (7) −0.0103 (6) O7 0.0265 (7) 0.0268 (7) 0.0411 (8) 0.0006 (7) 0.0070 (7) −0.0093 (7) O8 0.0290 (7) 0.0282 (7) 0.0270 (6) 0.0309 (10) 0.0215 (10) 0.0301 (10) −0.0050 (9) −0.0028 (9) −0.0030 (8) C2 0.0327 (10) 0.0243 (10) 0.0261 (9) −0.0053 (9) −0.0006 (9) −0.0022 (8) C3 0.0267 (10) 0.0232 (10) 0.0257 (9) 0.0001 (9) −0.0009 (8) −0.0046 (8) C4 0.0306 (10) 0.0228 (10) 0.0211 (8) −0.0002 (9) −0.0019 (8) −0.0012 (8) C5 0.0405 (11) 0.0232 (10) 0.0280 (9) 0.0066 (10) 0.0011 (10) −0.0018 (8) C6
0.0526 (14) 0.0266 (10) 0.0314 (10) 0.0016 (11) 0.0022 (11) 0.0046 (9) C7 0.0441 (13) 0.0352 (12) 0.0295 (10) −0.0011 (11) 0.0088 (10) 0.0040 (9) C8 0.0348 (11) 0.0297 (11) 0.0291 (10) 0.0020 (10) 0.0035 (10) −0.0041 (9) C9 0.0301 (10) 0.0220 (9) 0.0247 (9) −0.0002 (9) −0.0013 (9) −0.0013 (8) supplementary materials sup-10 
